. Flowchart of the identification of hsWD40 genes.
Class 10 NLE + WD40
Component of PeBoW complex and involved in rRNA processing and ribosomal biogenesis 13 ;
modulate NOTCH signaling pathway 14 Class 11 NACHT + WD40 Component of telomerase 15 ; modulator of androgen receptor signaling 16 Class 12 BTB/POZ-like + WD40 Substrates adaptors of CUL3 ubiquitin ligase 17 The phylogenetic patterns are defined by the ortholog existence statuses in Drosophila, Arabidopsis, and yeast. The "+" denotes that there exist orthologs of human genes in the corresponding species, while the "-" denotes that no ortholog was found in the corresponding species. Column "# of hsWD40 genes" shows the number of hsWD40 genes with a corresponding phylogenetic pattern, while column "# of all human genes"
shows the number of all human genes accordingly. The percentages were calculated by dividing the numbers by the total number of hsWD40 genes (262) and the total number of all human genes (20,834 according to the corresponding version of Inparanoid database), respectively. Supplementary Table S9 . The expression profiles of hsWD40 genes across 27 different human tissues.
The expression levels are denoted in units of FPKM, and the colour schema are explained in the bottom of the table.
